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Figure 5: I^BII^^ 
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Figure 6: IQ1AJ23 £Z , ~ nf thp " modified succinnnnes asparaginase- 

^prifir. recombinant cDK A insert 



^m~>^r> irr AGC <CaV CAT CAT CAT CAT CA*>AGC AQC QGC CTG GTG CCG 
XTO^GC AGC AQC CAT. CA ~ qqiji gga ca q caa ATC qqt CGC 



atc ^ • - ^- Ai « A CT GOT GGA CAG CAA ATG GGT CGC 

JSS GC? TCT GTt'tTG ATG GCT AAA CCC CAA GTG ACT ATC CTA 
GGA TCC AQC GCC TCT G^i J" G AA TCT AGC GTC AAG ACT 

000 ACA ™ Snm rnf SS GTC ACC GTT GAT AAG CTT CTT GCA GCC GTC 
35 AAC Sc 2X AC5 ATC AAG GGT GAA CAG ATC TCA AGC 

TCC CAA GAG ATC ACG C5GT AAG GTG TOO CTT AAA CTA GCC AAG 
ATT GGC TCC CAA W£> « Q c QAA Qcc QTG ATC ATC 

CGT GTC AAT GAG CTC CTC GCC CAA AAA ^ ^ 

iSS «5£ AAA AQC CAA AAA S5 d£ GTC StT GTA GGC GCC ATG CGT CCA 
SS? £5 £tt ATC £SS GCT GAT GGC CCC ATG AAT CTC TAT AAC GCC GTG 

££T *£C AAC AAA GCC TCT ACT AAC AAA GGA GTG GTG ATT GTG 

£55 22 Sat G AG ATT CAC GCC GCC AGA GAA GCQ ACC AAG CTC AAC ACC 
25 GCA TTT GCT TCG CCC AAC ACA GGT AAA ATC GGC ACA 

™£ CGC AAA GTC GAG TAT TCC ACT CAA TCC GTT CGA COT CAC 

™ 2£ rrl SSr GAG TTT GAT ATT AGC AAA ATC GAA GAA CTC CCC AGA 
«S SS aS ?AC St CAC CCC GAT GAT ACT GAT GTT TTA GTC AAT 

IS GC? CTT 35 Gtt §3A GCC AAA GGA ATC ATC CAT GCA GGC ATG GGC 
™ on« llr CCT ScC CCT TTG ACT CAA AAT GCT CTT GAA AAA GCA GCC 
SaC gS GTC GTC GCT CGA AGC TCT AGA GTG GGC AGT GGT TCC 

IS CAA GAG GCT GAA GTG GAT GAT AAG AAA CTT GGT TTT GTG GCT 
£5? SSS 2S CTC AAC CCT CAA- "AAA GCC AGA GTG CTT CTT ATG TTA CCC 
CTC ACC AAA ACT AGT COT AGA GAG GCG ATC CAA AAG ATC TIC TCC ACC 
TAT^AA^rCCAAGAAAGGGAATCTCTTCAC 



The polyCAT sequence which encodes the polyHistidine residues, the ATG start site, and the TAA 
stop codon are shown in bold letters. 
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FIGURE 8 



Patient's Antibodies Against E.coli Asparaginase Do 
Not Cross React With WolineUa Asparaginase 
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FIGURE 9 



Binding of Asparaginase by Rabbit Anti-E.coli Asparaginase 
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FIGURE 10 
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Treatn. . of CIA DBA/1 Mice with E. . ..i. L-Asparaginase 

(Pilot Study) 
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FIGURE 11 
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FIGURE 12 



Mean Arthritic Score (MAS) for DBA/1 Mice 
LPS Model 
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